time-of-flight mass spectrometry.
We note three minor errors that do not affect the interpretations within the manuscript. Table 2 for ringed seal, where the peptide marker at m/z 2853 should have been placed in the row m/z 2869 as it is in our previous publication (Kirby et al., 2013) . Note that due to variable proline hydroxylation creating a similar mass shift as an alanine to serine substitution on this particular marker, within the fingerprint it is the most abundant peak referred to here as the marker (e.g., typically the middle of the 2837/2853/2869 or 2853/2869/2885 peptide sets e see Buckley et al., 2009) ; otherwise sequencing would be required. 3) Within Table 2 there is also an unused marker row at m/z 1626 included in error.
